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After comparison with a newly determined high-resolution (2.15 A˚) structure of Csm1 bound to a different binding partner (K.D.C.,
unpublished data), we determined that the original model for the Csm1:Mam1 complex (PDB ID 4EMC) contained a one-residue reg-
ister error in the N-terminal section of the Mam1 chain (residues 226–239). This error has been fixed in the updated structure (PDB ID
5KTB), which shows an Rwork (21.3%) equivalent to that of the earlier structure but a significantly lower Rfree (24.1% versus 26.0%).
Complete statistics for the new model can be found in the revised Table S3 below.
Our assignment of both the Csm1-binding region of Mam1 (residues 221–290) and the surface of Csm1 involved in Mam1 binding
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